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Table 1
Results of tests for covariation among amino acid positions in protease exhibiting variability in the notx data set
Note. Pairs of positions shown received scores for M that were larger than expected with a significance of P b 104 in at least one set of sequences. Columns
are defined from left to right as follows: p1, p2, the positions compared, dist, atomic distance in angstroms of closest approach between positions p1 and p2
calculated from PDB 1A30 (pairs with dist V 5.1 2 shaded black); c1, c2, the designated classes of p1 and p2 based on Fig. 2A; M, mutual information score
U(1j2), U(2j1), the uncertainty coefficient for position p1 given position p2, and p2 given p1, respectively; p(M), the probability that the observed value o
M was due to chance; p(E), the lowest probability that the difference between observed and expected counts of a combination of amino acids represented at a
pair of positions was due to chance (see Table 3). An asterisk (*) indicates P b 105. Cells containing values corresponding to M, U, and p(M) are shaded i
p(M) b 104; likewise, cells corresponding to p(E) are shaded if p(E) b 104.;
f
f
Table 2
Results of tests for covariation between pairs of amino acid positions in
protease in which at least one position varied in the tx set only (i.e., Class
II–Class III and Class III–Class III interactions)
Note. Column labels are as defined in the legend for Table 1. P values are
not shown; the significance of both M and E for all pairs shown achieved
P b 105 except for M(10,84) and M(30,88), for which P values were
0.00004 and 0.00008, respectively.
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